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Supporting information
Additional supporting information may be found in the online version of this article: Table S1 . Taxonomic assignment of V4-SSU rDNA amplicons detected in the turbid FAS 3 and the clear FAS 4 lakes in the Austrian Alps and the turbid HL 5 and clear HL 15 lakes in the Himalaya. Numbers in the table represent numbers of OTUs called at 97% sequence similarity that were assigned to a specific family, as well as numbers of V4 sequences (in brackets). Only amplicons are considered that were at least 95% similar to database entries; Faselfad lakes, FAS; Himalaya lakes, HL. Note that most of the sequences (59.5%) have a similarity of at least 95% to database entries. Furthermore, similarity between the glacier-fed turbid and the 690 clear lake in the Alps (FAS 3 and FAS 4, respectively) was notably higher than similarity between communities in the turbid and clear lakes in the Himalaya (HL 5 and HL 15, respectively). Only amplicons are considered that were at least 95% similar to database entries. Table S1 . 
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Family FAS3 FAS4 HL5 HL15 ALVEOLATA Colpodellidae 1 (2) 1 (7) 1 (1) 0 (0) Platyophryidae 0 (0) 0 (0) 0 (0) 1 (3) Mesodiniidae 4 (155) 2 (25) 1 (35) 0 (0) Lacrymariidae 0 (0) 0 (0) 0 (0) 1 (5) Spathidiidae 5 (92) 0 (0) 0 (0) 1 (4) Tracheliidae 1 (1) 10 (3944) 0 (0) 0 (0) Trachelophyllidae 0 (0) 0 (0) 0 (0) 2 (27) Tetrahymenidae 0 (0) 0 (0) 0 (0) 1 (3) Opisthonectidae 1 (3) 0 (0) 0 (0) 0 (0) Vorticellidae 0 (0) 0 (0) 0 (0) 1 (41) Urotrichidae 0 (0) 0 (0) 2 (6) 7(130)
